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Introduction
Human-Murine Chimeric MHC is potential for higher antibody screening efficiency.

Many TCR-mimic antibodies obtained in immunization are targeting MHC | a3 and 3,m domains, which will
not bind to the critical peptide binding pocket. Here, we designed the chimeric human-murine SCT MHC by
replacing the human a3 and ,m domains with murine ones and performed further engineering to maintain
the structural and functional integrity. This should increase the likelihood of generating peptide-specific
antibodies, making screeningless labor-intensive.

The Major Histocompatibility Complex (MHC) is a group of cell surface molecules essential for adaptive
immunity. MHC participates in antigen presentation to T cells and trigger downstream immune
responses. The absence of dependable, multifaceted MHC reagents has been a hindrance in the
therapeutic development against cancers. To address this unmet need, we developed MHC molecules
in multiple formats with high versatility. These improved, highly active MHC molecules have the potential
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o peptides, are able to bind to antigen-specific TCRs with equivalent performance to SCT monomers.
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Figure 1. Bacteria-refolded MHC: (A) The purity of HLA-A*11:01 KRAS G12V Monomer is greater than 95%. (B) Immobilized HLA-A*11:01 KRAS G12V *  KACTUS high-quality refolding and SCT MHCs have equal performances on bioactivity assays, making it a
Monomer at 0.5 ug/ml (100 ul/well) on the plate. Dose response curve for Anti-B2M Antibody with the ECso of 8.5 ng/ml. (C) KRAS G12V-specific TCR- powerful toolfor TCR-based thera peutic research appllcatlons.
HEK293T cells were stained with PE-Labeled HLA-A*T1:01 KRAS G12V Tetramer. Non-transfected HEK293T cells and PE-Labeled proteins were used
as a negative control. Mammalian SCT MHC: (D) The purity of Biotinylated HLA-A*02:01 PRAME Monomer is greater than 95% (E) Immobilized . : _ : _ : _ : _
Biotinylated HLA-A*02:01 PRAME Monomer at 1 ug/ml (100 ul/well) on the streptavidin precoated plate. Dose response curve for HLA-A*02:01 KA.CTUS propngtary prMHCs.cl:over Common HLA glleles SUCh_aS HLA A,H'O]’ !_”'A A 02'01’ H,LA A 02'03’ HLA ,A
PRAME-specific TCR with the ECso of 4.8 ng/ml. (F) PRAME-specific TCR-HEK293T cells were stained with Biotinylated HLA-A*02:01 PRAME 03:01, etc., which can be utilized for highly efficient neoantigen loading, with robust binding performance in

monomer, followed by SA-PE conjugation. Non-transfected HEK293T cells and PE-Labeled proteins were used as negative controls. SPR, ELISA and FACS assays, equivalentto SCTMHCs




